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Data collection from each of the different participating centres 
requires registering each patient on the portal, then collecting 
data electronically:

Step 1: patient registration followed by baseline patient and 
disease characteristics data, and baseline ocular assessment

Step 2: data entry for the following sections:
-Belantamab treatment 
-Belantamab toxicity 
-Ophthalmology follow ups
-Subsequent treatment 
-Survival data and follow up

This guide will show you step-by-step how to enter data



Logging into the data collection portal

In order to log in enter 
your given username 
and password, issued 
to you by Oxford Team 
managing this 
platform



Subject Matrix List to register patient and enter data

On the front home page  
Select Subject Matrix



Registering a New Subject to start registration

Select add new subject 
to start data entry 



Registering a New Subject to start registration and data entry

Enrolment date is the date of
registration onto the database (i.e.
today’s date) . Select “registration”
for study event. Start date is also
the date of registration onto the
database (i.e. today’s date). Click
add

Select “Registration” option

Enter allocated subject ID. The subject
ID must be anonymous with no patient
identifiable information. It is usually a 3
letter word for your hospital (e.g.
Oxford is OXF), followed by a number
for each patient, e.g. OXF-1, OXF-2, etc.

Your 3 letter centre name is provided
to you with your username and
password for this database



Entering Subject Baseline Patient Characteristics

Once you have registered a
subject as per previous slide, it
will take you directly onto this
baseline patient characteristics
page. Click on the “enter data”
tab



Entering Subject Baseline Patient Characteristics (diagnosis date and PS)

Date of initial myeloma diagnosis

Date of PS assessment
closest to the time of
starting belantamab

Once the form has been completed, click “save” to save data you entered

You will then be moved to the co-morbidities section of Baseline Patient
characteristics



Entering Subject Baseline Patient Characteristics (co-morbidities)

Once the form has been completed, click “save” to save data you entered. You will then be moved to the
lab data section of Baseline Patient characteristics

Using the link, calculate CCI score based on data provided

Co-morbidities, closest to the time of starting belantamab



Entering Subject Baseline Patient Characteristics (lab data)

Lab data right prior to starting
belantamab (or most recent available
data)

Once the form has been completed, click save to be moved to eye history tab



Entering Subject Baseline Patient Characteristics (eye history)

Eye history at baseline, prior to starting
belantamab

Once the form has been completed, tick the box “mark CRF as complete” then
click save to be move on to next section (ocular assessments)

Both steps are very important especially marking CRF as complete.



Entering Subject Baseline Ocular assessments

Because we ticked the box “mark CRF as complete” in 
the previous page, you can see that baseline patient 
characteristics section is ticked in green, meaning 
data entry is complete

Click here to start entering baseline 
ocular assessments



Entering Subject Ocular Assessments data

Once the form has been completed, tick the box “mark CRF as complete” then
click save to be moved to baseline disease characteristics

Both steps are very important especially marking CRF as complete.

All this data is usually provided by
ophthalmology team from their review,
and from ocular assessment worksheet



Entering Subject Baseline Disease characteristics

Because we ticked the box “mark CRF as complete” in 
the previous page, you can see that baseline ocular 
assessments section is ticked in green, meaning data 
entry is complete

Click here to start entering baseline 
disease characteristics



Entering Subject Baseline Disease Characteristics (Disease)

Baseline disease data just 
prior to starting belantamab

Once the form has been completed, click “save” to save data you entered

You will then be moved to the lab data section of Baseline Disease
characteristics



Entering Subject Baseline Disease Characteristics (lab data)

Baseline data just prior to 
starting belantamab (or 
most recent available data)

Once the form has been completed, click “save” to save data you entered

You will then be moved to the cytogenetics section of Baseline Disease
characteristics



Entering Subject Baseline Disease Characteristics (Cytogenetics)

All known cytogenetic data 
since diagnosis

Date and result of last bone marrow

Once the form has been completed, click “save” to save data you entered

You will then be moved to ISS and R-ISS section of Baseline Disease
characteristics



Entering Subject Baseline Disease Characteristics (Staging)

Staging based on  data 
collected, use link provided 
to stage ISS and R-ISS

Once the form has been completed, click “save” to save data you entered

You will then be moved to symptoms section of Baseline Disease
characteristics



Entering Subject Baseline Disease Characteristics (Symptoms)

Symptoms just prior to 
starting belantamab

Once the form has been completed, tick “mark CRF as complete” then
click save data you entered. This complete baseline disease data entry

You will then be moved to symptoms section of Baseline Disease
characteristics



Click on subject matrix to start accessing treatment data platform

If boxes are ticked in green, this means data is complete. If box is in
orange, it means you saved some data but you have not completed all
entries or you have not ticked the box “Mark CRF as complete”



Click this data entry folder, then click “schedule option” to
prepare starting data entry



Leave end date blank, and click “Procced to
Enter Data” to start entering treatment data



Click on this folder to start entering
belantamab treatment data



Belantamab Treatment data (dosing and response)

Once complete, click save

This will take you to “prior treatments” section 

Enter all data where 
applicable and provide 
additional info where 
permitted on the form



Prior Treatments data

Enter prior lines of therapy by name and details, starting from 1st line 
therapy, to 2nd to 3rd etc, in chronological order, click add to add more lines

Once complete, click save

This will take you to “prior transplant” section 



Prior Transplant data

There is only 1 data item in this section

Once the form has been completed, tick “mark CRF as complete” then click
save data you entered. This complete treatment data entry

You will then be moved to choose treatment toxicity folder



Click on this folder to start entering
belantamab toxicity data



Belantamab toxicity data (All AEs)

Enter each AE (adverse event) separately, click “add” to add more AEs

Once all AEs are entered, click save

This will take you to “infections” section 

Enter Yes, if this AE led to permanent 
treatment discontinuation



Belantamab toxicity data (infections)

Enter each AE (adverse event) separately, click “add” to add more AEs

Once all infection are entered, click save

This will take you to “infusion reactions” section 

Enter Yes, if this AE led to permanent 
treatment discontinuation



Belantamab toxicity data (infections)

Enter each AE (adverse event) separately, click “add” to add more AEs

Once all infection are entered, click save

This will take you to “infusion reactions” section 

Enter Yes, if this AE led to permanent 
treatment discontinuation



Belantamab toxicity data (infusion reactions)

Enter Yes, if this AE led to permanent 
treatment discontinuation

If more than one infusion reaction at different dates, enter each separately

Once all infusion reactions are entered, click save

This will take you to “support interventions” section 



Belantamab toxicity data (supportive interventions)

This include the following supports: 
RBC, platelets and filgrastim

Once all supports are entered, click save

This will take you to “ocular toxicities” section 



Belantamab toxicity data (ocular toxicities)

Yes means AE led to admission

Yes means AE led to dose reduction

Yes means AE led to permanent discontinuation

Once ocular AEs are entered, tick “Mark CRF as 
complete” then click save
This complete toxicity data entry



This will move data collection to this page

Click ophthalmology follow up folder to start entering data



Ophthalmology follow up data

You have already entered baseline data (prior to cycle 1) so that’s follow number 1. Patients normally see 
ophthalmologist pre-C2 (FU number 2), pre-C3 (FU number 3), and as required thereafter.

What needs to be entered here are the new findings since the baseline assessment (see examples below)

Document key findings/changes/new AEs, since last follow up

Yes means FU findings led to dose delay

Yes means FU findings led to permanent D/C

Once all are entered, tick “Mark CRF as complete” then click save
This complete ophthalmology FU data entry



Subsequent treatment data

Click on this folder to enter subsequent 
treatment data



Subsequent treatment data

Click on this folder to enter subsequent 
treatment data



Subsequent treatment data

Enter data if patient moved to a subsequent 
therapy post-belantamab

Once this is complete, tick “Mark CRF as 
complete and click save

This will complete subsequent treatment 
data



Survival data

Click on this folder to survival data



Survival data (demographics)

Enter this data and click save to move to vital 
status



Survival data (vital status)

Enter this data and click save to move to 
symptom improvement/deterioration



Survival data (symptoms overall assessment)



COVID-19 vaccine data

Enter this data and tick “Mark CRF as complete”

This will complete ALL data collection for the patient

Follow the same process to enter data for the next patient


